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To facilitate the orientation in the 8.0 vs 7.4 manual and Clarity chromatography station, different
fonts are used throughout the manual. Meanings of these fonts are:
Instrument (blue text) marks the name of the window to which the text refers.
Open File (italics) describes the commands and names of fields in Clarity, parameters that can
be entered into them or a window or dialog name (when you already are in the topic describing

the window).

WORKT (capitals) indicates the name of the file and/or directory.

ACTIVE (capital italics) marks the state of the station orits part.
The bold text is sometimes also used for important parts of the text and the name of the Clarity
station. Moreover, some sections are written in format other than normal text. These sections are

formatted as follows:

Note: Notifies the reader of relevant information.

Caution: ~ Warns the user of possibly dangerous or very important
information.

| Marks the problem statement or trouble question.
Description: Presents more detailed information on the problem, describes its causes,
etc.
Solution: Marks the response to the question, presents a procedure how to remove it.


ms-its:Clarity.chm::/Help/020-instrument/020.000-instrument/020-instrument.htm
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1 Preamble

1 Preamble

This document will guide you through the news and improvements in the
Clarity Chromatography Station version 8.0 compared to version 7.4.

The most interesting features of version 8.0 include:

Graphically enhanced user interface for:
Main window
Instrument window
Method Setup dialog
Single Analysis dialog
Device Monitor window
Icons
Batch dialog - method related changes
Improvements to GLP compliance - Global Audit Trail
Improvements in MS Extension
Increased number of ISTDs
Calibration - Show details of Calibration point
Chromatogram:
e Improvements to error/warning notification in Result Table and All
Signals Result Table
e Option to choose method in the Import and Mathematical Operations
dialogs
Improvements to Print - Report Setup
Clarity 8.0 can't be installed on Windows XP
New and updated control modules
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2 Clarity

2.1 Main window

Main window has undergone a major graphical change. From the
functional point of view, it remains the same. Meaning it still serves for
logging into configured Instruments.

However the window is now more understandable and better looking.

’_\ Clarity =
System  Instruments  View  Help
g My GC My LC Closed - My LC Instrument 4
w : : Offline
i o>
ﬁ & Open &E
R
o 3 Administrator 3 Administrator 5 Administrator
Open Instrument My LC [LC)

Fig 1: Main window

Each Clarity Instrument is distinguished by its color.

¢ In the image above, Instrument called "My GC" is blue and therefore
all subsequent windows opened from this Instrument will have this
color in the header. This analogy was kept from the previous version
where the Instrument had different colors of the pipeline.

e Opened/Locked Instruments will display a thin stripe in the color of the
respective Instrument.

e Second Instrument ("My LC") is not red but dark yellow now.

e For many users it caused confusion in the Audit Trail as operations
logged in red (by the color of the Instrument) looked like an error.

¢ Instrument 4 is Offline meaning there is insufficient number of purchased
licenses.

e Such Instrument is possible to use for data processing such as
evaluation of measured chromatograms, preparation of sequence, but
cannot be used for data acquisition nor for instrument control.

¢ Icons on the left vertical toolbar are now bigger for easier accessibility.
¢ We have removed the option to switch Main Clarity window to so-called
Clarity Switch (alternate and much smaller Main window).
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2.2 Instrument window

Instrument window has undergone not only graphical change but a lot of
functional changes. This section will walk you through the most important
ones.

Fd Instrument 1

Instrument  Method Analysis Evaluation Setting Window Help ‘L

Icons for accessing =& r - T y
different windows > = L ® (m IZ;] M £

Instrument status —— @ Running & 0,18 min / 1,70 min

Status: Acquisition running

Sent method: Demol
Table Wlth detailed Analysis Mode:  Sequence: Demod
information abOUt u- Chromatogram: Std_1

current analysis Injection: Row: 175, Vial: 1
Sample: Std_1

Sample ID: Halocarbons

i DEMO1 2 Administrator

For Help, press F1

Fig 2: Instrument window description

2.2.1 The window is divided into 3 separate parts:

e Upper part with icons opening: Method Setup, Single Analysis, Sequence,
Device Monitor, Data Acquisition, Chromatogram and Calibration.

¢ Middle part displaying status of the Instrument along with running analysis
time.

¢ Lower part displaying a detailed information about running analysis.

¢ Major differences between Clarity 8.0 and previous versions:

e The so-called "Instrument Method" or "Method opened on the Instrument”
has been abandoned. For a significant number of users it caused
confusion which method was used for analysis. Therefore method that will
be used for measurement using the Single Analysis was moved to the
Single Analysis dialog where it makes a better sense.

¢ We have removed multiple icons leading to different tabs of the Method
Setup. Users could not tell the difference between them so now we have
one icon for the Method Setup dialog. It opens on the last closed tab of the
Method Setup dialog. In the menu there is still the option to open a
particular method tab.

e Work with method such as creating a new one or saving was moved
directly to the Method Setup dialog.

e Method Setup icon from the Instrument window always opens with the
last opened method.
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* Method that is opened (displayed) in the Method Setup dialog must
not necessarily be the same as the one that is being measured by.
Information table in the Instrument window displays Sent Method field
which indicates according to which method the measurement is or will
be carried out.

¢ In order to measure by single analysis, choose the desired method in
the Single Analysis dialog, click the Send Method button and then the
Run button.

e PostRun Settings that were located in the Instrument window but served
only for measurement using the Single Analysis were moved to the Single
Analysis dialog.

¢ Instrument window now supports horizontal and vertical re-sizeability.

e Horizontally it can be increased as much as it allows

e Vertical: hiding or showing the bottom part (information table) of the
Instrument window can be achieved by pressing the arrow separating
the instrument status and the information table.

2.2.2 Revised Instrument states
Instrument states are indispensable as they provide information about the
state of the Instrument. Quite often were users having troubles with the
meaning of the Instrument states, therefore we have decided to provide a
short (quick overview) and long (informative) description. Table bellow
sums up the changes:

Instrument state in 7.4.1 and T .
Instrument Long Instrument state in 8.0
older .
state in 8.0
D Error in communication with
Communication Error Error
hardware
Disabled Disabled No configured detector
Disabled Offline Offline instrument
Control Control Performing remaining time
program
Sequence Paused Paused Sequence paused
Waiting Ready Ready to start run
Ready Ready Ready for injection
. Sending .
Sending Method Method Sending method to hardware
Not ready (Method has not No method Ready to send method or start
been sent) sent sequence
Not ready to send method Waiting Hardware notready to receive
method
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Instrument state in 7.4.1 and i .
Instrument Long Instrument state in 8.0
older ]
state in 8.0
Not ready to run acquisition Waiting Hardware not ready to run
Waiting for external start Waiting Waiting for external start
Waiting for ready Waiting Waiting for hardware to be
ready to run
Waiting for ready to receive Waitin Waiting for hardware to be
method 9 ready to receive method
Waiting for injection Waiting Waiting for injection
Idle Waiting (Idle)  Waiting remaining idle time
Running Running Acquisition running
Stoppin Running Waiting for remaining data from
PpIng (Finishing) hardware

' ' Running Acquisition running (stop

Running (Stopping) . sequence after current
(Stopping) -
acquisition)

. Running Acquisition running (pause

Pausing . sequence after current
(Pausing)

acquisition)
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2.2.3 System Configuration - Method Sending Options

Changes connected to the method handling have resulted in changes in
the System Configuration - Method Sending Options. The option "Prompt
for Confirmation" was removed from the dialog and the default option is
"Do Not Send Method to Instrument".

There are two options now:

Send Method to Instrument - automatically sends method (that is
displayed in the Single Analysis dialog) to all connected hardware. This
option is not recommended for HPLC systems and should be set only by
experienced users.

Do Not Send Method to Instrument - does not automatically send method
to all connected hardware. Prior to starting acquisition, the method must
be send manually.

Note: Method Sending Options is not accessible while only DataApex's HW
(such as INT9, Colibrick, etc.) is configured on the respective instrument.
In that case, the method is being sent automatically.
Con ol s
Setup Control Modules Number of Instruments: E =
Name Used © mstrument 1 @) Instrument 2 | @ Instrument 3 | @ Instrument 4
E :cs Name
=P ‘ Instrument 1 ‘
o ectur Instrument Type .;fg
B=-{~] DEMO
S DEMO -1 Method Sending Options X
M DEMO -2
M DEMO -3 im
S DEMO -4 After Each Method Change:
[ Balance
[ Thermestat (O send Methed to Instrument
[ valve (®) Do Not Send Method to Instrument

Add...

[ Fraction Collector
[ capillary Electrophoresis
4 Audliary

The method is changed each time after:

- logging to the Instrument window,

- opening a different method in the Method field of the Single Analysis dialog,
~editing @ methed opened in the Method field of the Single Analysis dialog.

Coce e

T vice Number
Ext. Start Dig. Input:
Ready Dig. Output:
Miscellaneous Settings
Units Setup Method Options
Remove About.. Setup... oK Cancel Help

Fig 3: System Configuration - Method Sending Options
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2.3 Method Setup

For easier understanding, the manipulation with method was moved from
the Instrument window to the Method Setup dialog.

Method Setup Demol [m| x
= = -
E = A ¥ R & o
MNew Open.. Save Saveas. Report setup...  Audit trail... Send method by Help
e-mail...
Common for all detectors
Method Description
CKW 21.06.04
| Enable Autostop
Column | optima €24 N
Mobile Phase | Stickstoff | . (]
" min
Flow Rate | 90 ml/min |
Pressure | 1,2bar |
Detection ECD
| | External Start/Stop
Temperature | 45 °C - 5 min, & *C/min, 125 %C -0 min, 30 %C/min, 230 °C - 5 min |
() start Only
Note (®) Start - Restart
(C) Start - Stop
Cup 5
(®) Down 2
Event Table | Measurement | Acquisiion Integration Calculation Advanced
H ok Cancel :: Send Method

Fig 4: Method Setup dialog

The title of the Method Setup dialog displays a method that is currently
opened. In the figure above, it's the DEMO1.

Individual tabs of the method have not changed so there is no
compatibility issues when migrating from older versions of Clarity.

Major differences between Clarity 8.0 and previous versions:

¢ Newly the upper part of the Method Setup dialog displays a set of icons
with which it's possible to create a new method, open existing method,
save method, save method as, open report setup, open method audit trail,
send method by e-mail or open help.

¢ [fyou make any changes, the method becomes Modified, just as you were
used to. Upon pressing the OK button it will be automatically saved and
Method Setup dialog will close.
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¢ Only a method that is saved can be sent, it's not possible to send a
method that is Modified. In such case the user will be notified. Remedy is
to Save the method and click on Send Method once again.

¢ Pressing the Send Method button will resultin two actions:

¢ Method will be sent to all connected hardware and thus displayed in
the information table of the Instrument window - just as before.
 Method will be set as Method for Single Analysis - a new feature.
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2.4 Single Analysis
With the redesigned Instrument window some parts were moved into
Single Analysis dialog where itis logical to place them.

Single Analysis X
Sample ID ‘ Place for my Sample ID |
Sample [ Place for my Sample |

Comments ‘ |

N e BT Ol |

Sample Type Unknown v Level 20
Method [Dema1 | [l | Edimetod..
Report Style ‘ Analysis ‘ Edit Report Style...

Analysis | PostRun Settings  User Variables

Control

+d  Send method > Run | Stop [ <] Abort: i3 Soepshot

Chromatogram File Name (Instrument 1 - 25.04,2018 10_07_42)

|%e—%R [

[[]Enable File Overwrite Counter 1 Data Recovery...

Fig 5: Single Analysis dialog
Major differences between Clarity 8.0 and previous versions:

¢ Single Analysis tabs:

e Previous main functionality of the Single Analysis dialog such as
Sample, Sample ID, Amount, Sample Type, etc. was moved onto
individual tab called Analysis.

e Post Run Settings which were located in the Instrument window but
the actions were applicable only during measurement of Single
Analysis - for this reason it's more suitable to have the options here.

¢ Instead of being in an expandable section, User Variables are now
also on a separate tab.

¢ The biggest change is that user needs to select a method that will be used
for the Single Analysis measurement. However it should be clear which
method is being used for the acquisition - method that is displayed in the

Method field.

¢ Method can be either chosen using the three dot button or by directly
typing the method name.
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e If you open Method Setup dialog, open method and then click Send
Method, the chosen method will be send to all configured hardware
and will be set to the Method field on the Analysis tab.

¢ If you want to print results, simply choose the Report Style that will be
used once Printis selected on the Post Run Settings tab.

o Sample Type, Method and Report Style fields will be disabled during
running acquisition meaning that they cannot be changed. To change
them you need to either Stop, Abort or let the analysis to finish.

-10 -
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2.5 Device Monitor
Device Monitor has changed only graphically to better suit the rest of
Clarity.

@ Instrument 1 - Device Monitor

File Control View Window Help Fi Fo <N | (o]
@ LC Monitor Running O
Component Flow Stop Flow
A 1,753 @ :l Time [min] 0,17 Set Flow
B 159w S S Resume Idie
C 2,838 E - -
- Total Flow [mL/min] 8,743
D 2623 fm Hold
Pressure [MPa] 0,00
Modify Gradient...
@ colibrick SN 1284 Running
I:':'ft c;gzt Descriptions: D':E“t c;gzt Descriptions:
1 (o] Digital Input 1 1 | @_~ | |Digital Output 1
Fl (o] Digital Input 2 2 | ©_- || Digital Output2
3 (o] Digital Input 3 3 | ©_- || Digital Output3
4 (0] Digital Input 4 4 | @_- || Digital Output4
s )
: s [©
7 7 [®
: s [©
For Help, press F1
Fig 6: Device Monitor window
Note: Even though that we would like to have all the Device Monitor windows for

all control modules the same, in the sense of unified graphical user
interface, with externally developed control modules, it's not possible. It
may happen that some sections of the Device Monitor window will have
older (blue background) design which should not influence the
functionality of the control module. This issue will be fixed in the coming
versions.

-11-
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2.6 lcons

Clarity 8.0 contains a whole new set of icons which are better looking,
more intuitive and responsive (i.e. will increase in size based on the
screen resolution).

If you have in any way customized (other than default) your toolbars it is
necessary to perfom the customization once again. This is because we
had to reset all toolbar settings for the changes to take place.

Below are pictures of Chromatogram and Calibration windows. Notice that
the Chromatogram window has a dark yellow title bar, this is because itis
opened from the second Instrument. On the other hand, title bar of the
Calibration window is green because it is opened from the third
Instrument. Windows opened from the fourth Instrument would have violet
title bars.

& Instrument 2 - Chromategram "2506MULTI - UV* 17.07.2017 10:39:44

File Edit Display Chromatogram Method Results SST View Window Hep [AEL Lz @
E o ARE QoQ|sm. nlds s I R R A AR AR AR
W [mv]
— 2506MULTI - UV
ne — 2506MULTI -RI
.
A
A 8
L3
R -
¥ g E
= @
N2 2 o =
A v E E] 2
6 0 - ]
A a SO &
N - .
fe E
A a0 2
A s ‘ I 1 ‘ I
T T
g : . . . . : ;
4 5 6 7 8 9 10 1
o . frir]
A
s Resut Table (ESTD - 2508MLLTI - UV) Common for All Signals
o~ Reten Tie | | Amount | Amountk | o o compound Name E et Calaation
i [min] 2 laf] [%] e P EE | [esmo ~|
O 1 4,563 3613 0027 03 Ordw oxaic
a2 5203 253,325 1,609 168 Ordw  dtic [ [Ceenpinisreltution =z aaih ani
3 5417 S61,767) 2,372 24,7] Odv tartaic [ set.. nere | | vew | |70 ]
N e 630 217,389 1,181 123 Odw  malic =
Pl e 8,150 177,151 1,13 11,7 Ordwr  succnic CEpTiRE R [(Endeokte Jpealc
o I 8,55 193934 197 05  Ordw lactc O All Pecks ResponseBase: (@ Area
== 10,347 152,602 1,312 137 Odw  acetc
¢ 2 g 2 All dentfied Peaks
M e 12,710 methanl 8’”‘ EL = ‘E: Oteight
W Tota D= T Peaks in Calbration
Hide ISTD Peaks Response Factor Ijl
o
& Scale Amount [g/] 15TD1 Amount [g/l]
[ use Scale Factor o | o]
9\ Scale Factor L Ing. Volume ] Dilution
Units u | [ o] | 1]
e
4 © User Variables
¥
FrT
%, | Resuts [ AllSignaisResufis  Summery  Performance Integration  Measurement Conditions  SSTResults -
| 4% ForHelp, press F1 Overlay

Fig 7: Chromatogram window
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File Edit Display Calibration View Window Help B amf
B | =0 AR®. ) JARR RSRR 1 2 menus - Recoibration = onausignais - RE./[mm
Calibration Summary Table (ESTD - Wine - Signal 1)
Reten, | Lleft  Right Response| Resp. Level 1
Used Compound Name: Time. Window | Window Pesk Type 1sISTD Use ISTD  Peak Color LoD LoQ Base e Resporee | Aot [Resp.Fack Eenoy
1 oxalic 1,061 0,100 min 0,100 min Ordnr None 0,000 0,000 A 0,0000  189,1950 0,101 0,0005 1 =]
2 1,703 0,100 min 0,100 min Ordnr None 0,000 0,000 A 0,0000 | 3562,539 0,210 0,0001 1 =]
3 1,923 0,100 min 0,100 min Ordnr None 0,000 0,000 A 0,0000  8033,233 0,441 0,0001 1 =]
4 2,553 0,100 min | 0,100 min Ordnr None 0,000 0,000 A 0,0000  0,0000 0,600 0,0000 1 =]
5 2,803 0,100 min | 0,100 min | Ordnr None 0,000 0,000 A 0,0000  3433,497 1,003 0,0003 1
3 3,077 0,100 min | 0,100 min |Ordnr None: 0,000 0,000 A 0,0000  0,0000 0,600 0,0000 1
7 4,677 0,100 min | 0,100 min | Ordnr None 0,000 0,000 A 0,0000 | 2254,285 0,233 0,0001 1
8 5,050 0,100min 0,100 min Ordnr  None 0,000 0,000 A 0,0000 2082,364] 0,600  0,000% 1|
9 | [ glycerol 5,400 0,100 min 0,060 min Ordnr  None 0,000 0,000 A 0,0000] 0,000 1,223 0,0000 1|
0 acetic 6,837 0,100min 0,100 min Ordnr  None 0,000 0,000 A 0,0000 2670,000 0,202 0,0001 1|
m| [
gl Chromatogram: Wine_Sample, Linked Calioration: Wine
1,09 — Wine_Sample - UV detector
— Wine_Sample -RI detector
0,84
0,64 m
g s n
: = 1
8 E =
2 0,4 8 o o
o 2 H o
i s 3
2 - 2 %
- ur g
0,2+ ™ 3 o
-3 i
o ] 4
£ 2 h
S = I /'\/\
0,04 [ f T f
T T T T T T T
o 1 2 3 4 5 6 7
T frin]
Compounds oxalic citric  tartaric  glueose malic fructose suecinic lactic glycerol acetic -
For Help, press F1

Fig 8: Calibration window

Even outside of Clarity the icons for different file types

have changed.

< | DEMO1 - m} x
Home Share View [7]
¢« = v 4 | « LlocalDisk(C) » Clarity » DataFiles > DEMO1 v @ | Search DEMO1 -l
Name Date modified Type Size
> sk Quick access
Calib 09.05.2018 10:12 File folder
> f@ OneDrive Data 2018 10:12 File folder
> B This PC B Demolmet )5.2018 13:29 MET Chromatogr... T2KB
i Demol.seq )5.2018 13:29 SEQ Chromatogra... 6KB
> ¥ Network [ Ethanol in blood.met )5.2018 13:29 MET Chromatogr... T2KB
{3 Ethanol in blood.seq )5.2018 13:29 SEQ Chromatogra... 10KB
@ Ethanol in blood.sst 07.05.2018 13:28 SST Chromatogra... 5KE
Titems 1 item selected IEI

Fig 9: Windows OS - File Explorer - filetype icons

-13-
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2 Clarity

e Batch dialog serves for reprocessing large number of chromatograms,
calibration standards or measured sequence.
¢ We have added a field to select with which method you want to reprocess
files - previous checkbox called Reprocess by Instrument Method was
ambiguous as it was not clear which method was opened. In addition if
you wanted to reprocess with a different method (than opened on the
Instrument), you had to close Batch and open method on the Instrument.
Now simply choose file type, select reprocess and using the three dot
button select by which method it will be reprocessed.
e Similar behavior applies to print, where it requires to select which Report
Style will be used for the print.

Batch

File Type:
Chromatograms

Select Al
Unselect All

Sortby:
(® Name
O Time

Order:

(®) Normal
(O Backward

X

Option:
I Reprocess by Method | Demo_MS

=]

- Complete Processing
[[] open Chromatogram Window
[]Preserve Integration
[] Open Calibration Window

[Mprint Results Chromatogram
[]Print Results to PDF

[CJExport Data Show Alerts

Include in SST Unchanged ~
Open with calibration Unchanged ~

] Export Chromatogram in AIA Format
] Export Chromatogram in TXT Format
[JExport Chromatogram in EZChrom Ascil Format
[ Export Chromatogram in Multidetector Format.

Program to Run []only with Export

Parameters

Proceed Cancel

Help

Fig 10: Batch - Reprocess by Method and Print Results

-14 -
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2.8 Good Laboratory Practice (GLP)

GLP is for us the top priority and for this reason we are continually working
on ways to ensure Clarity stays compliant ready. Based on experience
from our customers and external auditors we have implemented the
following features:

¢ Global Audit Trail
e Located on a separate tab in the Station Audit Trail.
e Logs critical stations operations: station starts/shut downs, creation of
a new daily audit trail, changes in the configuration and user accounts,
etc.
e Logs are stored in one convenient file. Once it exceeds the allowed
size, successive file is created.

e The option "Disalow to Use Unsaved (Modified) Method" has been
removed from the GLP Options. The reason is that change of method
handling will not allow to Send and thus measure with a modified method.

¢ Improved security of password (*.psw) file. This file is automatically
created when setting up user accounts. Note that *.psw file is not
backward compatible, meaning that if it was created under Clarity 8.0, it
cannot be used in older versions of Clarity.

-15-
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2.9 MS Extension - enhancements

Upon suggestions from our users, we have redesigned the MS Search
which is an important part of the MS Extension. Different workflows were
taken into account while developing the redesigned functionality.

2.9.1 Unified features

Single Compound Search and Automatic Compound Search possessed
the same functionality but with different labels and location on the
respective tabs. Shared functionality is now located within the group
Search Options and under the same labels which should not cause any
confusion.

MS Search O hd
Single Compound Search | Automatic Compound Search | Target Compound Search
Use Signal: TIC ~ mfz: | 35
Search In Ret. Time [min]: [ wihole Chromatogram from o
o Search in Libraries:
[Dnemn,ms
Min Match Factor: (.. 1000] JAINLIB
[ARestrict mfz Range From: To:
[use selected m/z mjz 1.4
Search Only Selected
Search Al But Selected
Search
M Library Search ~
Chrom. RT Match | R.Match | Prob. [%] Compound Name Library ID  Formua MW CAS No.
1 4,815 747 804 93,05 Methylene Chloride MAINLIE 775 084 75092
2 [ 5,762 636 767 53,77 Pentane, 3-methyl- MAINLIS 1301 086 96-140
3 6,845 748 748 86,84 Ethyl Acetate MAINLIE 2029 083 141756
4 [ 7,168 692 755 63,64 Trichloromethane MAINLIS 7% 0118 67-66-3
5 7,733 806 817 75,05 Benzene MAINLIB 9% 078 71432
6 [] 7,857 868 868 80,83 Pentane, 2,2, 4-trimethyl- MAINLIS 1579 0114 540-84-1 v
[ select/Deselect Al Add All Selected to Method
= F S
= ] — 7,733 [min] (Spectral Data)
E | — Benzene
T o] il J
= T T T T T T T T T T T T T T T T T T T T T T
4 S0 60 70 8 S0 100 110 120 130 140 150 150 170 180 190 200 210 220 230 240 250
miz [m/z]

Fig 11: MS Search - Search Options group

2.9.2 Single Compound Search

Single Compound Search has undergone major enhancements. The
Match Spectrum at label has been renamed to Search In Ret. Time .
More importantly MS Search can now be performed over a range of
retention times - simply check the fo checkbox and fill the second retention
time.

Now a specific m/z can be excluded from MS Search - check the Use
Selected m/z, fill values which should be excluded from search and then
select the Search All But Selected 2.

-16 -
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Support for subtraction background was implemented, in the Background
Subtraction group @, check one or two background checkboxes and fill
the range. Note that if you fill a range that falls within the searched
retention time you will be notified about it.

Preview Spectrum in Library @ opens a NIST MS Search 2.0 external
utility to overview the set parameters - actual search is performed by the
Search button.

Compound to be added to the MS Method is now selected using the
checkbox on the specific row &. Note that only ONE compound can be
selected.

MS Search [m] X
Single Compound Search | Automatic Compound Search  Target Compound Search
arch InRet, Tme [min):  from | 6,397 Fto
Search Options @Badgmund Subtraction
Min Match Factor: (0. 1000] Max Hits: [ABadground 1minl:  fom [5 | to
- — - Bt N
Euse electedmiz w2 Background ovarlaps with searched retntion !
@ (O search Only Selected
(®) search All But Selected
| Do oo
S Library Search
5 Match | R.Match | Prob. [%] Compound Name Library D Formula MW CAS Na.
1T 914 914 98,09 Ethyl Acetate Demo_ms 20 C4802 83 141-78-6
2 ] 702 702 98,09 Ethyl Acetate MAINLIE 2029 C4H802 38 141756
B[] 615 617 0,98 | 1,3-Propanediol, diacetate MAINLIS 1685 CTH1204 160 628660
Add Selected to Method
g e —
5 3 — 6,397 - 7,000 min (Spectral Data)
s 3 — Ethyl Acetate
= . . .
= T T T T T T T T T 7 T T T T T T T T T 7 T
SO 60 70 80 %0 100 110 120 130 140 150 160 170 180 150 200 210 220 230 240 250
iz mial

Fig 12: MS Search - Single Compound Search

2.9.3 Automatic Compound Search

Apart from the changes found in the Search Options group, several
enhancements have been implemented. The Restrict Chrom. Retention
Time label has been renamed to Search In Ret. Time ® and placed at the
top of the tab - as itis one of the first steps that must be performed.

Search results from the MS library are still displayed in a table. However it
is much easier to select multiple compounds to be added to the MS
Method. Simply check the checkbox 7) on the row of the compound(s) that
you want to add.

Selecting or deselecting all compounds can be now easily performed
using the chechbox @ below the table.
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MS Search [m] X
Single Compound Search | Automatic Compound Search | Target Compound Search
Use Signal: | TIC ~|  mpz |35
Qar:h InRet. Tme [mn]: [ ]Whole Chromatogram from to 14,3
Search Options Search in Libraries:
[ Jpemo_ms
Min Match Factor: (0. 1000) JAINLIE
[Arestrict mfz Range From: To:
[[use selected m/z mjz 1.4
Search Only Selected
Search All But Selected
M5 Library Search ~
| Chrom, RT Match | R.Match | Prob. [%] Compound Name Library ID  Formda MW CAS Na.
| 4,815 747 804 93,05 Methylene Chloride MAINLIS 775 054 75-09-2
| 5,752 695 757 55,77 Pentane, 3-methyl- MAINLIE 1301 036 96-140
| 6,845 748 748 86,84 Ethyl Acetate MAINLIS 2029 088 141-78-6
| 7,168 692 755 63,64 Trichloromethane MAINLIE 726 0118 67663
| 7,733 806 817 75,05 Benzene MAINLIS % 078 71432
) | 7,857 868 868 80,83 Pentane, 2,2, 4-trimethyl- MAINLIE 1579 0114 540-84-1 v
Select/Deselect All Add All Selected to Method
& F B
- — 7,733 [min] (Spectral Data)
o | — Benzene
© w i 1
= T T T T T T T T T T T T T T T T T T T T T T
4 S0 &0 70 80 S0 100 110 120 130 140 150 160 170 180 150 200 210 230 230 240 250
miz [m/z]

Fig 13: MS Search - Automatic Compound Search

2.9.4 Independent size of views
Chromatogram graph and spectrum graph can now be resized
independently, therefore you can customize it to your needs - move
mouse cursor over the separation line and drag the line up or down,
whether you want to display larger chromatogram graph or spectrum
graph.
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R T I T R Y R A L T

File

Edit Display Chromstogram Method Results SST MS View Window Help Ade
oF EEE Q JE AABADB a8 NI A soecta vats NEEIC S = 2 IR
250000 -
2 — Dits_600-TIC
200000-{ o F] — DHS_600 - BPL
- 15000 3 g  DHS_ 600~ Quant. Signl: = 45,0 (Spectal Data)
£ 100000 2 z (spectral Data)
soo00-| g —ﬁ
A
B3 ) 70 7 74 76
e ]
. ©)
z 100 i — 6,845 [min] (Spectral Data)
T go — Ethyl Acstate
£ o]
= s
3 o]
Al I ik
% % & M & s om0 b 1 30 0 1% 10 1m0 150 2 20 0 20 20 220
iz e
Commen for All Peaks Ms Calibration Spectrum
Resit Tak Sl e o] cenvoamzrange: [0 ][ Gepe ms cabraten UpdateS Cltraton | @ stk spectum
Pesk punty Optons Ea s chg . [JEse— Oan specium
| Conformity of Whole Spectrum Max. Conformity Error: D Chromatogram: ~ — Set... || Nome Peak Detection.
MotdingToerance: [0 |
MS Method "~
Library Compound EIC1- EIC2- EIC3- EIC4- Peak Detection Mean Calculation Background 1
‘Compound uantify On
- ey | D 220N Reference mz 1 Reference mfz 2 Reference m/ 3 Reference m/z 4 e, T | Left Wnd Right Wind CaaiatonType | Start | End | ColalatonType | Strt
1 Methylene Chloride: Demo_ms 2 EICT ®,0 88,0 51,0 4,815 0,300 0,300 Relative [%] -10,00 10,00 None 0,00
2 e Gemo_ms 2ECT 57,0 1,0 50 56,0 5762 0,00 0,500 Relatve 4] -10,00 10,00 None 0,00
5 Demoms | MECL | 0] &10] 70! [ 6845 00 0300Rektvel | -10,00) 10,00 None -
4 Trichloromethane Demo_ms 19 EIC 1 83,0 850 47,0 7,168 0,300 0,300 Relative [%] -10,00 10,00 Nene 0,00
S Benaene Demo_ms BEC 7.0 70 520 7753 0300 0,300 Relstve [%] 10,00 10,00 None 0,00
5 rexane, 2,2dmetyi-  Demoms vec: 55,0 70 10 450 7857 0300 0,30 Relatve %] 0,00 10,00 Nome 000
7 Trichloroethylene Demo_ms 16 EIC 1 132,0 130,0 95,0 97,0 8,407 0,300 0,300 Relative [%] -10,00 10,00 None 0,00
8 28utanone, 3methyl-  Demo_ms 1S ECT 3,0 8,0 41,0 8,598 0,300 0,300 Relative [%] -10,00 0,00
s 3Pentanone Demo_ms e 5.0 8,0 8758 0300 0,300 Rebtive [%] -10,00 0,00
10 Butanoic acid, methyl ester Demo_ms. 13EC 1 74,0 43,0 71,0 41,0 8,908 0,300 0,300 Relative [%] -10,00 0,00
11 Toluene Demo_ms 12 EICT 91,0 92,0 65,0 9,600 0,300 0,300 Relative [%] -10,00 0,00
12 Tetrachloroethylene Demo_ms 11 EIC T 166,0 164,0 131,0 129,0 10,047 0,300 0,300 Relative [%] -10,00 0,00
13 Hexanal Demo_ms 1 EIC T 0 3,0 41,0 57,0 10,252 0,300 0,300 Relatve [%] -10,00 000,
< - b o - T >
instument  EventTable  GLPInfo | MS Method -
Results  Summary  Peformance  integration | Measurement Conditions | SSTResuts B
For Help, press F1 Overlay

Fig 14: Chromatogram
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2.10 Internal Standards (ISTD)

Upon suggestions, we have increased number of internal standards from

5upto10.

2 Clarity

In order to make the most of the use of increased ISTD, it has been added
to all relevant places:

¢ Single Analysis
e Sequence

e Chromatogram

e Calibration

e Prints and Exports

Sample ID ‘ |
Sampie \
Comments i
Edit ISTD Amounts
Amount 0
i C—
Dilution 1
cerme g SOt [0
ST
Method Demd 1ot Amount L] Edit Method...
Report Style Analy e amount R Edit Report Style...
R
sorwan |
e
Analysis | Post Run Settings I1STD9 Amount D
N .
3 sendmethod || b B [ s
Cance telp
Chramatogram File Name (ins|
| %o - %, »
[[]Enable File Overwrite Counter | 1 Data Recovery...
oK Cancel Help

Fig 15: Single Analysis - Edit ISTD Amounts
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File Edit Display Chromatogram Method Results SST View Window Help Ame
EHIIQOE @ . I R R A R R R R
A [mV]
A w04
— 2506MULTL- UV
n — 2506MULTL-RI
. 50
A
iy 80- -
@ £ -
R H
2 AT | Edit 1STD Amounts X
% £ N
u, o 60
B R o
A
i 50+ - ISTD2 Amount o
~ : O
R & b
B I5TD4 Amount 0 ol /\
T T
A Eosament 5 el
A ‘ :
n 0 5 ISTDG Amount. o af 15
frin]
a e
A Result Table (ESTD - 2506MULTI - UV) Common for All Signals
o [ fae
Reten, Tine  Response | Amount | Amount% caaiation

iy Peak Type
T~ {min] [m ol [%] 15TDS Amount o al ESTD -
L 4,563 3613 0027 03 ordm o0 At . | “—— e ———
a,| 2 5203 253,325 1,609 18  ordw o a

3 5417 561,767 2,372 247 Ordnr [ ere View 7.0 -
a3 5300  217,3% 1,181 123 Ordw
(s 8,160 177,151 1,1% 1,7 ordmr Unidentified peaks

9 8,550 193934 1970 25 Ord Response Base: (@) Ar

ok Cancel Hel spo ez
LBl 10,347 152,502 1,312 13,7 Ordnr . nee =3 B
4 (e 12,710 =gl
¥ Total 9,59 00,0 @ Alesksin Calbral
. e e
A Scale Amount [g/] i int
:,_é [Juse Scale Factor EI
Scale Factor 1

A Inj. Volume 1] Dilution
B Urits ul ‘ ﬂ‘ ‘ 1‘
A © User Varisbles
¥
Fr
T | Results | AllSignalsResults  Summary Measurement Conditions ST Results o
¥ ForHelp, press F1 Overlay.

Fig 16: Chromatogram - Edit ISTD Amounts
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2.11 Calibration

2.11.1 Details of Calibration point
Now it is much easier to review what calibration points are being used for

constructing the calibration curve.
It is accessible directly from the Calibration Summary Table - upon

pressing the three dots button (on the row of the desired compound) in the
column Rec No., dialog Details of Calibration for the respective compound
on the given level pops up. It is not necessary to go on the tab of the
respective compound to view this information.

ment 1 - Calibration EA_demo <-

2 Clarity

File Edit Display Calibration View Window Hep B M0 @I E @
EEH &0 eE. < < AR B RIRSR 1 1 Astomatic v Recalibration = on All Signals - RE . E
Calibration Summary Table (ESTD - EA_demo - Signal 1)
Compound | Reten Left Right Named Response | Resp. Level 1
Used et Tme | Window | Window PeKTYPE ool ISISTD | UselSTD PeakCobr LOD Loq Base | Foctor  Response | Amount |Resp. Fact] Recho
1 Nitrogen 2,227 0,200 min | 0,200 min Refer None 0,000 0,000 A 0,0000 1745759 0,663 10,0033 3
2 Carbon 2,643 0,500 min | 1,000 min Refer Hone 0,000 0,000 A 0,0000 3414335 4,550 0,013
3 Hydrogen 10,807 5,000 min | 7,000 min Ordnr Hone 0,000 0,004 0,0000 603,7712 0,428 10,0000
I Chromatogram: std1_36_26-U-2005_001, Linked Calbbration: EA_demo
7 — Calib\std1_36_#6-v-2005_001
8 | Details of Calibration Point, Nitrogen, level 1, Signal 1
Used Level Used | Ret. time | Amount Area Height Date Standard
1 2,2267 14,4770 6,3988 27.06.2005 15:34:42 "c:\Clarity\EA_DEMO\Calib'std1_35_26-V-2005_00LPRM"
2 [T =z2317 99,9837 4,9702 09.05.2018 12:12:19  "C:\Clarity\DataFiles\DEMO_EA\Calib\std5_45_26-V-2005_010.prm™
I 2,2300 2247727 10,9072 09.05.2018 12:12:45 | 'C:\Clarity\Datales\DEMO_EA\Calibstd4_+4_26-V-2005_009.prm”
4 2,2267 06630 145,4779 6,3935 09.05.2018 12:12:57 "C:\arity \DataFiles\DEMO_FA\Calibstd1_36_26-V-2005_001.prm"
2
a0
5 g
= 2
20 2 s
E 3
= £
& =
ar 2
=
o T
] 5 w 15
Time [min]
Compounds | Nitrogen  Carbon  Hydrogen =
For Help, press F1

Fig 17: Calibration - Details of Calibration Point
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2.12 Chromatogram

2.12.1 Enhanced error format
Enhanced error format for Result Table and All Signals Result Table
mean that it is much easier to understand what is the problem and thus

what must be repaired.
Each error/warning is located on a separate row, right above the tables.

File Edit Display Chromatogram Method Resuits SST View Window Help A 00 0@
EHO® BEm ;@,m@xg, .N,@n--------------
T
L
3 100
s — 2506MULTI- UV
n
. 304
A
A 80y
2L -
Ry ™ ]
¥ ) z » o -
p 3 o 2 5
N [
H =
[N S
R /\
T T T T
A
4 T T T
£ 0 5 10 15
a = frir]
A - Commen for All Signals
111 No ISTD peak detected 11! Calibration File (Peak Table) Calaulation
M 111 Compound used on muitiple signals 111
T~ 111 Some signals are hidden or movedscaled 111 [ 2soxarr1 151D -
= T T T
o, Signalhame | "G I Repene M AR peakTpe Compound Name [10pen with stored calbraton Integration Algorithm
Set... None view 70 -
QL uv 4,563 3,613 Ordnr  oxalic
v 2 uv 5,203 253,325 Ordor ditric Reportin Result Table Unidentified peaks
3 ] 5,417 561,767 Ordnr_tartaric
B4 o 6,300 217,399 Ordr | malic O allpezks ResponseBase:  (®) Area
s uv 8,160 177,151 Ordr_ sucainic O Al dentified Peaks OHeight
o 2 uv 8,550 193,934 Ordnrlactic @ All Pesks in Calibration
ATy uy 10,347 152,602 Ordnr  acetic [ Fide ISTD Pecks Response Factor ljl
e w 12,710 methanol
™ uv Total Scale Amount [g/] ISTD1 Amount [g/]
[Juse Scale Factor
6 Scale Factor L
A cale Factor Inj. Volume [ul] Dilution
oA © User Variables
&
Results | AllSignals Results | Summary  Performance  Integration  Measurement Conditions ST Results =
¥ ForHelp, press F1 Overlay

Fig 18: Chromatogram window - error/warning above All Signals Result Table

2.12.2 Import Chromatogram

Command File - Import Chromatogram... opens Import dialog which now
contains Apply Method field for method. Since method is an integral part
of any chromatogram, removal of the method opened on the Instrument
meant that we had to provide some other way for imported
chromatograms to "have" method. For this reason the Import dialog has a
new field where the user can choose a method that will be applied to the
resulting chromatogram.

Parameters that will be copied from the method are: integration table,
parameters from the calculation and advanced tabs. By default the
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method that is set here is the same as selected in the Single Analysis
dialog.

Import AIA File
[[106 not show this dislog for remaiing files

Aplytethod @ [Demz |F7
ATAFie C:\Clarity\DataFiles\DEMO 11Data\2506MULTT - RI. cdf

- Dimensions

_2_byte_string = 2
_4_byte_string = 4
_8_byte_string =8
_16_byte_string = 16
_32_byte_string = 32

_64 byte_string = 64
_128_byte_string = 128
_255_byte_string = 255
point_number = 10142
peak_number = 11

- Attributes

dataset_completeness = C14C2
aia_template_revision = 1.0
netedf revision = 4.2

Ianguages = English
administrative_comments = -
dataset_origin = -
dataset_owner = -
dataset_date_time_stamp = 20180510113712
injection_date_time_stamp = 20030801165207
experiment_title = -
operator_name = DataApex
separation_experiment_type = -
company method name = -

~

Chromatogram C:\Clarity\DataFiles\DEMO 1\Data\2506MULTT - RIprm

oK skip Cancel Help

Fig 19: Import dialog - Apply Method
2.12.3 Mathematical Operations

Just as the Import dialog, so does the Mathematical Operations dialog
contain a field for method. The functionality is the same as described

above.
Mathematical Operations X
Operand A Operation Operand 8
The Whele Chromatogram [] The Whole Chromatogram
(O copy
Sample_Vial_7-1 ~ Sample_Vial_6-1 ~
O Invert
() Differentiate
COa+E
@A-B
v v
Apply Method [i] Demot ‘ EE
[[]5ave As Chromatogram AB
oK Cancel Help

Fig 20: Mathematical Operations dialog - Apply Method
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2.12.4 New icons for Set Model and Copy from Model
Functionality of Set Model and Copy from Model is commonly used and
for this reason we have added icons which can be easily added (right
mouse click - Customize - drag icon on the toolbar) on your toolbar, thus
speeding up the work.

AA Instrument 1 - Chromatogr:

File Edit Display Chromatogram | Method | Results SST View Window Help

= oE A&E Calclton A+
b Integration

g MV
iz e Measurement
A Save as Template...
L 30 |7 set Model...
L4
» - 5 Copy from Model
6 Capy from Template Method...

«

u 7 Capy from Chromatogram... M

A g o1 =
oI5 u E
As . t 8

Fig 21: Chromatogram window - Method menu
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2.13 Print
2.13.1 Report Setup - Word Wrap Long Texts

Compound names and other texts can be very long, therefore the option
to Word Wrap Long Texts should be helpful in such situation. In the Report
Setup on the Results tab, check the Summary Table checkbox and then
check the Word Wrap Long Texts.

Report Setup Chromatogram 'Y
H oK
Page Setup Print Result Table
@ Lab. Header []on New Page [l Signals Resut Table Cancel
© Report Header Signals [spedal Results Help
O Method Oal [JPerformance Table
© calibration (®) Active Chromatogram ] Chromatogram Comments —
D Results ) orly Active Signal [ Summary Table
Open...
O sequence [ Word Wrap Long Texts
ssT
e Table Layout e
@ Chromatogram @ As on Sareen
@ Audit & Signatures (O Force Inverted
Printer...
[Print User Column Formulas
Print...
Print To PDF...
Send PDF
Fig 22: Report Setup dialog - Word Wrap Long Texts
7 T
A oin]
.& Sample Sample Sample Vel 6-1 Sgnd 1 3560
e D | 5P | amount RE‘T"; ?W‘E g VH 52 Sgna 1 3887
H 1 2 " Samge Vel 7-1 Sgnd 1 3s80
O, | Sample_Vial_6-1 Signal 1| |Haloca | |Sample 0,000 3,660
0, | Sample Vil 6-2 Signal 1 | |Haloca | [Sample 0,000 3,667 Sanple Vel 72 Signal 1 18m
Sample_Vial_7-1 Signal 1| |Haloca | |Sample 0,000 3,680 "
| sample_vial 72 Signal 1 | Haloca | |Sample 0,000 3,673 Sempk. VELE-L Sandl o
| Sample_Vial 8-1 Signal 1| |Haloca | |Sample 0,000 3,650 Samgk Ve 52 Syna 1 3543
" | Sample_vial 8-2 Signal 1 | |Haloca | [Sample 0,000 3,643 - -
o, | Sample_Vial 9-1 Signal 1 | |Haloca | |Sample 0,000 3,647 SampleVe51 Sgud 1 .
JA || sample_vial 92 Signal 1| |Haloca | |Sample 0,000 3,660 Saml Ve 92 Syna 1 3850
0
A

Fig 23: Cut off text in Chromatogram vs. full text in Report

2.13.2 Report Setup - Force Inverted
Sometimes printing of Summary Table is complicated as there can be
more columns than rows. Clarity prints tables (for example from the
Results tab) according to the columns as displayed on the screen. Option
Force Inverted swaps columns for rows and vise versa. Thus enabling to
view and print Summary Table with better readability.
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Report Setup Chromatogram hd
H oK.
Page Setup Print Result Table
© Lab. Header [J0n New Page ] Al Signals Reesult Table Cancel
© Report Header Signals [special Results Help
© Method Oal [Irerformance Table
@ calibration (®) Active Chromatogram [Ichromatogram Comments Mew
© chromatogram O only Active Signal Summary Table
Open...
O sequence []Word Wrap Long Texts
ssT
o Table Layout save As..
@ Results () As on Sareen
© Audit & Signatures (®) Force Inverted
Printer...
Print Options Preview...
[IPrint User Column Formulas
Print...
Print To PDF...
Send PDF

2.13.3 Report Setup - new Lab. Header variable

New header variable

Fig 24: Report Setup dialog - Force Inverted

"Instrument Name"

is now available on the

Lab. Header tab of the Report Setup. Inserting "%e" into the Lab. Header

row, inserts name of the Instrument (as named in the System
Configuration) into the report.
Report Setup Chromatogram X
H oK
Page Setup Print  Number of Lines: E “lunes [ = = A
@ Lab. Header Cancel
© Report Header Eer T Clarity - Chromatography SW =
@ Method Border DdataApex
www.dataapex.com

O caitration [ Gray Backaround ‘ 3! -
9 Results Analyst g
0 sequence Sample %Q
© s Image on the Left: —— -
@ chromatogram Options. .. Method %)
© Audit & Signatures Chrematogram

Image on the Right: Instrument Name [} e

O Options... -

Brin...
Print To POF...
Send PDF

2.13.4 Renamed Report Style INSTRUMENT.STY

Fig 25: Report Setup dialog - variable Instrument Name

Instrument window used to have its own report style, as any other Clarity
window. During the redesign we have removed the option to open Report
Setup directly from the Instrument window. For this reason we have
renamed the INSTRUMENT.STY to ANALYSIS.STY which is now the
default print style for Single Analysis and Sequence.
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2.14 Installation

2.14.1 Windows XP are no longer supported by Clarity 8.0
Microsoft has ended support for Window XP on April 8, 2014. For more
than 4 years after the official end of support, we have allowed and
supported Clarity on Windows XP. Now Clarity 8.0 can't be installed on
any PC running Windows XP operating system.

2.14.2 Changes in the Typical installation
The INT5, U-PAD, CB11 and CB20 drivers (not supported on 64bit
operating systems) were removed from the Typical Clarity Installation. In
order to install them, select Custom and select required component(s) or
alternatively select the Full installation.

A Clarity v8.0.0.95 Setup - X
Choose Components:
Choose which features of Clarity you want to install.
Check the components you want to install and uncheck the components you don't want to
install. Click Next to continue.
Select the type of install: frypical v
©r, select the optional I INTS o
components you wish to Clueao
install:
U-PAD2
Colibrick
Net-PAD
.| IRNTS v
Description
Space required: 970.4M8 Position your mouse aver a component to see its
description.
DataApex Installer
| <Bak |[mext> | | cancel

Fig 26: Clarity Installation - Typical
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2.15 Other changes

System Configuration - Available Control Modules dialog includes a new
filter "Only Installed" to display only modules that are installed on the PC.
LC Monitor - for better understanding the buttons Purge and Manual Flow
were renamed to Manual Flow and Modify Gradient.

Audit Trail - better readability of the information displayed in the Info
column.

Command Line - message about restarting instrument will be suppressed.
Clarity2Go - please update your Clarity2Go application to get a proper
new instrument states which are now more self-explanatory.

Teamviewer QS - tool for online support has been updated to version 13.
DHA Extension - minor improvements in the DHA.CSV table.

SST Extension - new option to restore default columns.

Various known bugs have been fixed. See What's new in the About dialog
of your Clarity.
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3 New and updated control modules we=

This section contains new and updated control modules introduced in
Clarity 8.0.

3.1 Advion

Updated:
e Advion Expresion CMS - APl updated to version 5.0.20.1.

3.2 CoruiTech

New:

¢ RainbowC HPLC - control module is now in the Testing state.
¢ Rainbow HPLC - control module is now in the Testing state.
¢ Rainbow detector - control module is now in the Testing state.

33CTC

Updated:
e CTC PAL3 System driver updated to version 1.1.0.16.

3.4 Dani

Updated:
e Dani Master GC driver updated to version 1.6.9.0.

3.5 Ecom

New:
e Ecom ECF 2000 fraction collector - control module is now in the Testing
state.

Updated:

Flash12DAD and FlashO6DAD - updated to version 2.4.0.0.
ECD2000 - updated to version 3.3.0.0.

ECDA2000 - updated to version 2.2.0.0.

ECO2000 - updated to version 2.7.0.0.

EcomECP2000 - updated to version 3.2.0.0.

Panda30HID - updated to version 1.7.0.0.

IOTA - updated to version 2.5.0.0.

3.6 HTA

Updated:
e HTAHT1500L autosampler driver updated to version 1.3.0.0.
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3.7 KNAUER

Updated:
e Various KNAUER drivers updated to version 7.4.000.5067.

3.8 Shimadzu

Updated:
¢ Shimadzu AOC-20 sampler - added support for 0.5 and 5 pL syringe size.

3.9 Schambeck

Updated:
e Schambeck RI2000 detector - added support for models with firmware
older than 4.86.

3.10 YL Instruments

New:
e ChroZen UHPLC ALS autosampler- control module is now in the

Released state.
e ChroZen UHPLC CC thermostat - control module is now in the Released

state.
e ChroZen UHPLC Pump pump - control module is now in the Testing state.
e ChroZen UHPLC UVD detector - control module is now in the Released

state.

Updated:
e YL Instruments YL6500 GC driver updated to version 1.0.1.10.
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